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Table The LOS and Cost During Hospitalization
Non-SSI (nZ4011)
(95% CI)
SSI(nZ69)
(95% CI)
p
Total LOS (days) 8 (8e9) 30 (24e34) <0.01
Postoperative
LOS (days)
5 (5e5) 25 (17e31) <0.01
Total cost (RMB) 17398
(16557e18432)
75967
(51006e88330)
<0.01
Antibiotics
cost (RMB)
31 (29e35) 4073 (1440e9896) <0.01
S180 Abstracts of the 7th International Congress of the Asia Pacific Society of Infection Control, Taipei, Taiwan, March 26-29, 2015Results: From January 2011 to March 2014, a total of 75 (2.5%) isolates of P.
aeruginosa were obtained from 3059 samples. Thirty-one isolates were in
zone A, 25 in zone B, 14 in zone C, and 5 in ICUs. PFGE analysis revealed 7
genotypes (GTs) including 64 isolates of GT-A, 4 of GT-B, 1 of GT-C, 3 of
GT-D, 1 of GT-E, 1 of GT-F, and 1 of GT-G (Figure). None had the same GT
with those obtained from clinical P. aeruginosa bacteremia by PFGE analysis.
No common source of the major strain of P. aeruginosa was identified by risk
factor analysis.
Conclusions: Colonization of P. aeruginosa was identified. Complying with
the guideline of disinfection of HD machine and regular sampling of HD
are important.
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IMPACT OF SURGICAL SITE INFECTIONS ON COST OF ILLNESS AND
LENGTH OF STAY IN A TEACHING HOSPITAL
Qun Wang, Chenrong Mi, Yibo Zhang, Wenhui Li, Gui-ting Xu, Dake Shi,
Yuxing Ni. Ruijin Hospital Affiliated to Shanghai Jiao Tong University School
of Medicine, Shanghai, PR China
Purpose: Economic evaluation has become increasingly important in health-
care and infection control. This study evaluate the impact of surgical site in-
fections on cost of illness and length of stay (LOS) in a teaching hospital.
Methods: A retrospective study was conducted among the patients dis-
charged from hospital from April 1st, 2014 to June 30th, 2014. The main out-
comes were the total length of stay, postoperative length of stay, total cost
and the antibiotics cost during hospitalization.
Results: 69 patients were developed an SSI after operation surgery among
the patients discharged from April 1st, 2014 to June 30th, 2014, and a total
of 4080 patients were performed surgical procedures at the units that devel-
oped SSI. The median total LOS of patients with episodes SSI was 30 days
[95% confidence interval (CI): 24-34days] and the median total cost ofpatients episodes with SSI was 75967 RMB [95%confidence interval (CI):
51006-88330 RMB].Conclusions: SSI causes the increased LOS and economic burden. Effective
infection control measures could improve both clinical outcomes and save
healthcare resources.PS 2-505
MOLECULAR EPIDEMIOLOGY OF HYPERVIRULENT CLOSTRIDIUM
DIFFICILE STRAINS IN SOUTHERN TAIWAN
Hsiao-Ju Lin a, Yuan-Pin Hung a, Pei-Jane Tsai b, Wen-Chien Ko c,**.
aDepartments of Internal Medicine, Tainan Hospital, Department of Health,
Executive Yuan, Tainan, Taiwan; bDepartments of Medical Laboratory
Science and Biotechnology, National Cheng Kung University Medical College,
Tainan, Taiwan; cDepartment of Internal Medicine and Center for Infection
Control, National Cheng Kung University Medical College and Hospital,
Tainan, Taiwan
Purpose: Hypervirulent Clostridium difficile strains, such as polymerase
chain reaction (PCR)-ribotypes 027, 078, and 106, were noted in North Amer-
ican and European. However, the clinical epidemiology of hypervirulent C.
difficile in Taiwan remains unclear.
Methods: We conducted a 2-year prospective study in medical wards in a dis-
trict hospital in southern Taiwan. Stool sample within 48 hours of admission,
weekly, and at the onset of diarrhea from hospitalized patients were ob-
tained to detect fecal C. difficile. Multiplex PCR and tcdC sequencing
were performed to identify hypervirulent strains. 16S-23S ribotype and
gyrA and gyrB sequencing were done.
Results: Total 251 clinical C. difficile isolates were eligible for the study, and
of them, 18 were possible hypervirulent strains, which were defined as tcdC
deletion, existence of binary toxins or fluoroquinolone resistance. Analysis
of these strains, PCR ribotypes 034 (3/18), 078 (1/18), 126 (4/18), 127 (6/
18), and 328 (1/18) were present. The remaining 3 isolates comprised unde-
fined ribotypes. Of these 18 hypervirulent strains, 15 showed gyr mutation.
Two-thirds of those strains showed the substitution Thr82-to-Ile in gyrA, and
most of them were PCR-126 or 127.
Conclusions: The majority of the hypervirulent strains in southern Taiwan
belonged to PCR-ribotype 126 or 127, not PCR-ribotype 027. The presence
of mutation in codon 82 of gyrA was the most frequently found in fluoroqui-
nolone resistance.PS 2-506
INVESTIGATION OF HEALTHCARE-ASSOCIATED RESISTANT STRAINS IN A
REGIONAL TEACHING HOSPITAL FROM 2004 TO 2013
Shu-Huan Huang a, Yu-Shan Chuang b, Cheng-Cheng Hwang a. aDepartment
of Laboratory Medicine, Chang Gung Memorial Hospital Keelung, Taiwan;
bInfection Control Committee, Chang Gung Memorial Hospital Keelung,
Taiwan
Purpose: In order to effectively control nosocomial infections a 1038 bedded
regional teaching hospital, data of infected cases and associated resistant
strains were collected from the informatics system of the hospital and multi-
drug resistant strains were routinely monitored.
